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SARs-CoV-2 Artic PCR

● Primer design (Artic and others)
● What’s a few degrees between primers?
● How to improve genome coverage
● Keeping up with pandemic evolution



Artic Network PCR design

∙ SARS-CoV-2 genome is ~30,000 bases 
· https://primalscheme.com/ used for design
· 99 Amplicons of ~400bp
∙ Split into 2 pools - Odd and even primer pairs 

are physically separated 
∙ 35 cycles of PCR

Pool 1 Pool 2

https://primalscheme.com/
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Artic PCR - Why two 
overlapping pools?
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Other Amplicon Schemes
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Importance of PCR annealing temp 



Rebalancing primers for even 
coverage 

Before rebalancing (v3) 

After rebalancing (v3) 



Keeping up with Pandemic evolution




